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Gut Microbiota and Sports Nutrition

Motohiko MIYACHI

Waseda University, Faculty of Sport Sciences

ABSTRACT

In humans, 100 to 3,000 types of gut microbiota numbering 100 to 1,000 trillion and weighing approximately 1.5
to 2 kg live in the intestine. Gut microbiota live symbiotically with each other and with the human host. Their
main sources of nutrition are the nutrients contained in the diet ingested by the host ; these microbiota are, in
turn, responsible for the production of various metabolites. Gut microbiota convert non-degradable polysaccha-
rides found in dietary fiber into fatty acids, thereby supplying the host with an energy source and playing a role
in defense against infection by preventing pathogenic bacteria that have invaded the host from outside from pro-
liferating within the gut. This helps to maintain homeostasis in the host. Imbalances among intestinal bacteria
are thought to be related to the incidences of various diseases. In addition to research on diet and gut microbiota,
research on exercise and gut microbiota has been actively conducted in recent years. For example, the gut mi-
crobiota of rugby players is more diverse than that of the general healthy population. Exercise training and ath-
letic conditioning interventions have been suggested to alter the gut microbiota. Data on the intestinal microflora,
obtained using defecation as an indicator, may be applicable to athletic training, conditioning, and health promo-
tion. Future research is warranted on how to utilize information on gut microbiota in the field of sports nutrition-
al science.
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